ABSTRACT We report here the complete genome sequence of Escherichia coli strain ML35. We assembled PacBio reads into a single closed contig with 169ϫ mean coverage and then polished this contig using Illumina MiSeq reads, yielding a 4,918,774-bp sequence with 50.8% GC content. E scherichia coli strain ML35 was isolated during studies of lac operon gene expression in the 1950s (1). ML35 does not synthesize lactose permease, but it constitutively expresses ␤-galactosidase (2). Since its isolation, ML35 has been used in a variety of experiments, including the investigation of interactions between E. coli and predatory bacteria (3). Williams and coworkers (4) are using ML35 and other E. coli strains to test the prey range of predatory bacteria. Comparative genomics will help us understand how genome variation within a prey species impacts variation in predation phenotypes.
E. coli MG1655 (GenBank accession no. NC_000913), we identified an 11-bp insertion in ML35's lacY gene that causes a frameshift and a nonsynonymous substitution in ML35's lacI gene that causes a V24E replacement, which is reported to impact the repressor protein function (13) . These mutations may explain the Lac phenotype observed for ML35. Accession number(s). This complete genome sequence has been deposited in GenBank under the accession no. CP025747. The version described in this paper is the first version, CP025747.1.
